1. módszer
HomologGene oldalról kiválasztott sorozat:
http://www.ncbi.nlm.nih.gov/homologene/79330?ordinalpos=1&itool=EntrezSystem2.PEntrez.Homologene.Homologene_ResultsPanel.Homologene_RVDocSum
2. módszer
CDD oldalról kiválasztott  fehérjék:
PDB: 1EUMA
http://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=29766
Chain A, Crystal Structure Of The E.Coli Ferritin Ecftna
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protein

>gi|13786801|pdb|1EUM|A Chain A, Crystal Structure Of The E.Coli Ferritin Ecftna

MLKPEMIEKLNEQMNLELYSSLLYQQMSAWCSYHTFEGAAAFLRRHAQEEMTHMQRLFDYLTDTGNLPRI

NTVESPFAEYSSLDELFQETYKHEQLITQKINELAHAAMTNQDYPTFNFLQWYVSEQHEEEKLFKSIIDK

LSLAGKSGEGLYFIDKELSTLDTQN

PDB: 1LKOA
http://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=29765
Chain A, Crystal Structure Of Desulfovibrio Vulgaris Rubrerythrin All-Iron(Ii) Form
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protein

>gi|24158862|pdb|1LKO|A Chain A, Crystal Structure Of Desulfovibrio Vulgaris Rubrerythrin All-Iron(Ii) Form

MKSLKGSRTEKNILTAFAGESQARNRYNYFGGQAKKDGFVQISDIFAETADQEREHAKRLFKFLEGGDLE

IVAAFPAGIIADTHANLIASAAGEHHEYTEMYPSFARIAREEGYEEIARVFASIAVAEEFHEKRFLDFAR

NIKEGRVFLREQATKWRCRNCGYVHEGTGAPELCPACAHPKAHFELLGINW
PDB: 1IESA
http://www.ncbi.nlm.nih.gov/Structure/cdd/cddsrv.cgi?uid=29783
Chain A, Tetragonal Crystal Structure Of Native Horse Spleen Ferritin
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protein

>gi|1942614|pdb|1IES|A Chain A, Tetragonal Crystal Structure Of Native Horse Spleen Ferritin

SSQIRQNYSTEVEAAVNRLVNLYLRASYTYLSLGFYFDRDDVALEGVCHFFRELAEEKREGAERLLKMQNQRGGRALFQDLQKPSQDEWGTTLDAMKAAIVLEKSLNQALLDLHALGSAQADPHLCDFLESHFLDEEVKLIKKMGDHLTNIQRLVGSQAGLGEYLFERLTLKHD

PDB: 1L5JA
http://www.ncbi.nlm.nih.gov/protein/21730658
Chain A, Crystal Structure Of E. Coli Aconitase B.
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protein

>gi|21730658|pdb|1L5J|A Chain A, Crystal Structure Of E. Coli Aconitase B.

MLEEYRKHVAERAAEGIAPKPLDANQMAALVELLKNPPAGEEEFLLDLLTNRVPPGVDEAAYVKAGFLAA

IAKGEAKSPLLTPEKAIELLGTMQGGYNIHPLIDALDDAKLAPIAAKALSHTLLMFDNFYDVEEKAKAGN

EYAKQVMQSWADAEWFLNRPALAEKLTVTVFKVTGETNTDDLSPAPDAWSRPDIPLHALAMLKNAREGIE

PDQPGVVGPIKQIEALQQKGFPLAYVGDVVGTGSSRKSATNSVLWFMGDDIPHVPNKRGGGLCLGGKIAP

IFFNTMEDAGALPIEVDVSNLNMGDVIDVYPYKGEVRNHETGELLATFELKTDVLIDEVRAGGRIPLIIG

RGLTTKAREALGLPHSDVFRQAKDVAESDRGFSLAQKMVGRACGVKGIRPGAYCEPKMTSVGSQDTTGPM

TRDELKDLACLGFSADLVMQSFCHTAAYPKPVDVNTHHTLPDFIMNRGGVSLRPGDGVIHSWLNRMLLPD

TVGTGGDSHTRFPIGISFPAGSGLVAFAAATGVMPLDMPESVLVRFKGKMQPGITLRDLVHAIPLYAIKQ

GLLTVEKKGKKNIFSGRILEIEGLPDLKVEQAFELTDASAERSAAGCTIKLNKEPIIEYLNSNIVLLKWM

IAEGYGDRRTLERRIQGMEKWLANPELLEADADAEYAAVIDIDLADIKEPILCAPNDPDDARPLSAVQGE

KIDEVFIGSCMTNIGHFRAAGKLLDAHKGQLPTRLWVAPPTRMDAAQLTEEGYYSVFGKSGARIEIPGCS

LCMGNQARVADGATVVSTSTRNFPNRLGTGANVFLASAELAAVAALIGKLPTPEEYQTYVAQVDKTAVDT

YRYLNFNQLSQYTEKADGVIFQTAV
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